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Table S1. Primer Specifications

Amplicon
Gene Primers Base Pair
Length

Cyp2d26 Forward 5-GCC GTG TCC ACC AGG AAA TCG-3 182
Reverse 5-GAT GAA GAA GTC TTG GAATTT AAT G-3'

Sqle Forward 5-CTT GCA TCA GCT CCG AAA AGC-3’ 77
Reverse 5-GCA ACC CAA CAG GAC CGG TCA C-3’

Ppar o Forward 5-GGCTTCTTTCGGCGAACTATT-3' 54
Reverse 5-CCGATCACACTTGTCGTACAC-3

M1 Forward 5-AAGAGTGAGTTGGGACACCTT-3 111
Reverse 5-CCGATCACACTTGTCGTACAC -3’

Len2 Forward 5-GGGAAATATGCACAGGTATCCTC-3 51
Reverse 5-GCCACTTGCACATTGTAGCTC-3'

Hsd3b5 Forward 5-AGTGCTAAATAGCGTGTTTACCA-3’ 152
Reverse 5-ACTTTTTGTGTAGTGTCTCCCTG-3




Table S2. The QPCR Results Confirm the Microarray Results (p -value <0.05).

Gene Fold Change for Microarrays vs. QPCR

Gene B6W / B6.D2W B6R / B6.D2R B6.D2W / B6.D2R B6W / B6R

Microarray | QPCR [ Microarray [ QPCR | Microarray | QPCR | Microarray | QPCR
Cyp2d26 42.02 5293
Hsd3b5 0.03 0.0034 0.03 0.0003
Lcn2 32.26 36.00 15.63 22.16
Mtl 0.25 0.14
Ppara 0.66 0.33
Sqgle 0.14 0.0007 0.21 0.08

B6 = high-affinity AHR mouse strain.
B6.D2 = low-affinity AHR mouse strain.
W = Western diet; R = Regular diet

n = 4 mice per experimental group.



Table S3. Body Mass and Standard Error of the Mean (SEM) of B6 and B6.D2 Mice Fed
Regular Chow or Western Chow for 27 Weeks Beginning at 5 Weeks of Age.

B6 B6.D2 B6 B6.D2
Weeks On Regular Diet Regular Diet Western Diet Western Diet
Diet
Ave. Mass SEM Ave. Mass SEM Ave. Mass SEM Ave. Mass SEM
0 19.25 0.25 20.50 0.71 20.38 0.26 20.00 0.50
1 21.75 0.25 22.63 0.60 23.75 0.16 23.13 0.35
2 24.00 0.38 24.38 0.46 25.13 0.23 24.38 0.53
3 25.25 0.25 25.38 0.42 26.88 0.30 25.63 0.80
4 26.13 0.23 26.25 0.49 28.00 0.42 26.25 1.28
5 27.00 0.27 27.25 0.45 30.88 0.40 28.75 0.94
6 27.75 0.31 27.88 0.48 32.50 0.42 30.13 1.03
7 28.25 0.37 28.38 0.56 34.00 0.53 32.13 1.16
8 28.75 0.49 29.00 0.60 35.50 0.46 33.00 1.10
9 29.38 0.50 29.75 0.62 37.50 0.46 34.00 1.30
10 29.88 0.35 30.38 0.60 38.00 0.57 35.25 1.28
11 30.38 0.38 30.63 0.68 38.75 0.70 36.50 1.36
12 30.38 0.38 31.25 0.73 40.00 0.71 37.50 1.39
13 30.88 0.40 32.00 0.53 40.88 0.85 37.63 1.43
14 31.75 0.25 32.00 0.50 41.63 0.80 38.25 1.44
15 32.00 0.46 32.63 0.53 42.75 0.73 40.13 1.68
16 32.13 0.44 33.25 0.65 44.00 0.68 40.25 1.71
17 32.63 0.46 33.63 0.86 45.88 0.69 41.13 1.66
18 33.00 0.53 34.13 0.72 46.00 0.63 41.50 1.63
19 33.63 0.46 34.13 0.67 47.00 0.60 41.50 1.63
20 32.50 0.57 34.88 0.69 46.13 0.90 43.00 1.65
21 32.88 0.35 34.75 0.65 46.88 0.85 41.88 1.30
22 34.00 0.33 34.88 0.83 49.00 0.63 42.25 1.35
23 35.00 0.57 35.88 0.64 49.75 0.62 43.75 1.42
24 35.00 0.42 36.38 0.82 49.00 0.60 44.75 1.39
25 35.75 0.56 36.88 0.79 51.25 0.53 4450 1.64
26 36.38 0.78 37.25 0.67 51.63 0.46 4450 1.77
27 36.38 0.73 37.50 0.76 51.38 0.50 44,88 1.88

Ave. = Average.

B6 = high-affinity AHR mouse strain.
B6.D2 = low-affinity AHR mouse strain.

All mice were male.

n = 8 mice per experimental group.




Table S4. B6 Mice Become Significantly
More Obese than B6.D2 Mice When
Fed a High-Fat Diet.

% Body Mass B6/B6.D2
CV)\;eSi(:t Regular p -value Wegtern p -value
Diet Diet
0 93.9 0.11779| 101.9 0.51763
1 96.1 0.19709 | 102.7 0.12837
2 98.5 0.53918 | 103.1 0.21588
3 99.5 0.80184 | 104.9 0.16492
4 99.5 0.82053 | 106.7 0.21464
5 99.1 0.64198 | 107.4 0.05624
6 99.6 0.83041 | 107.9 | 0.05030
7 99.6 0.85535 | 105.8 0.16317
8 99.1 0.75130 | 107.6 0.05518
9 98.7 0.64432 | 110.3  0.02339
10 98.4 0.48132 | 107.8 0.06937
11 99.2 0.75219 | 106.2 0.16413
12 97.2 0.30226 | 106.7 0.13098
13 96.5 0.11356 | 108.6 0.07084
14 99.2 0.66156 | 108.8 0.05928
15 98.1 0.39065 | 106.5 0.17431
16 96.6 0.17300 | 109.3 0.06085
17 97.0 0.32470 | 111.6  0.01953
18 96.7 0.22941 | 110.8 | 0.02169
19 98.5 0.54700 | 113.3 @ 0.00674
20 93.2 0.01891 | 107.3 0.11779
21 94.6 0.02330 | 111.9 0.00628
22 97.5 0.34493 | 116.0 & 0.00046
23 97.6 0.32313 | 113.7  0.00172
24 96.2 0.15916 | 109.5 | 0.01372
25 96.9 0.26416 | 115.2  0.00152
26 97.7 0.40975| 116.0 | 0.00163
27 97.0 0.30261 | 114.5 0.00476

Values in gray are significantly different at < 0.05.
B6 = high-affinity AHR mouse strain.

B6.D2 = low-affinity AHR mouse strain.

All mice were male and began the diet regimen at 5
n = 8 mice per experimental group.




Supplemental Material Table S5
Differentially Expressed mRNA Levels of All Genes of All Experimental Conditions (p-value < 0.05)

This table is provided as a separate Excel file.



Table S6. Differentially Expressed Mouse miRNA Genes of All Experimental
Conditions (p -value <0.05).

Transcript Fold Change
Transcript Name  |Type B6R/B6D2R | B6W/B6D2W | B6W/B6R |  B6D2W/B6D2R
miR-205 mMiRNA 4.55 5.26
miR-1224 mMiRNA 2.94 4.17
miR-1274a miRNA 4.17
miR-1949 mMiRNA 3.85
miR-200a miRNA 3.57
miR-429 mMiRNA 3.23 3.45
miR-1937b mMiRNA 2.49 3.33
miR-200b mMiRNA 3.70 3.03
miR-155 mMiRNA 4.00 2.94
miR-212 mMiRNA 0.52 5.00 2.78
miR-200b-star miRNA 2.38 2.78
miR-132 miRNA 0.72 4.17 2.56
miR-34a mMiRNA 3.23 2.44
miR-486 miRNA 2.44
vll miR-685 miRNA 2.44
miR-342-5p miRNA 3.57 2.38
miR-214 miRNA 2.38
miR-342-3p mMiRNA 3.03 2.27
miR-181d miRNA 2.27
miR-149 miRNA 2.04 2.13
miR-181c miRNA 1.56 2.13
miR-497 miRNA 1.59 1.92
miR-130b mMiRNA 2.50 1.89
miR-2133 miRNA 0.48 1.89
miR-676 miRNA 1.54 1.85
miR-690 mMiRNA 2.08 1.85
miR-125b-3p miRNA 1.85
miR-206 miRNA 1.92 1.79
miR-106b-star mMiRNA 1.69
miR-181b miRNA 2.04 1.67
miR-181a2 stem-loop 0.78 1.64
miR-200a-star miRNA 1.64
miR-291b-5p miRNA 1.64
miR-542-5p miRNA 0.57 2.22 1.59
miR-3470b miRNA 1.54
miR-322 mMiRNA 1.79 1.47
miR-296-3p mMiRNA 1.47
miR-92a-star mMiRNA 1.47
miR-6922 stem-loop 1.45
miR-181d stem-loop 1.41
miR-682 stem-loop 1.41
miR-223 mMiRNA 2.50 1.39
miR-149 stem-loop 1.25 1.39
miR-130b stem-loop 1.19 1.32




Table 6 (continued)

Transcript Fold Change
Transcript Name  |Type B6R/B6D2R | B6W/B6D2W | B6W/B6R |  B6D2W/B6D2R
miR-6921 stem-loop 1.32
miR-6922 stem-loop 1.32
miR-21451 stem-loop 1.45 1.30
miR-125b1 stem-loop 1.30
miR-191 MiRNA 1.30
miR-214 stem-loop 1.28
miR-3470a MiRNA 1.28
miR-181a2 stem-loop 0.79 1.27
miR-136 MiRNA 1.27
miR-883b-5p mMiRNA 1.27
miR-298 stem-loop 0.80 1.25
miR-1195 stem-loop 1.23
miR-342 stem-loop 1.52 1.22
miR-133a mMiRNA 1.19
miR-1191 stem-loop 1.14
miR-28 stem-loop 0.79 0.87
miR-327 stem-loop 0.86
miR-1948 stem-loop 0.85
miR-377 miRNA 0.81 1.15 0.84
miR-21-star miRNA 0.83
miR-20a stem-loop 1.16 0.82
miR-30b-star mMiRNA 0.82
miR-30c2 stem-loop 0.81
miR-713 miRNA 0.80
mMiR-665 stem-loop 0.81 0.79
miR-30c2 stem-loop 0.79
miR-741 miRNA 0.79
miR-669f miRNA 0.78
miR-291a-5p mMiRNA 0.78
miR-28-star mMiRNA 0.77
miR-2182 miRNA 0.75
miR-194 miRNA 0.74
miR-139--5p miRNA 0.71 0.71
miR-30a-star mMiRNA 0.64 0.71
miR-20a miRNA 1.28 1.38 0.77 0.71
miR-331-3p miRNA 0.58 0.71
miR-193 stem-loop 0.69
miR-345-3p mMiRNA 0.51 0.68
miR-187 MiRNA 0.66
miR-30a MiRNA 1.36 0.72 0.64
miR-15a MiRNA 0.64
miR-30c2-star MiRNA 0.60
let7g-star miRNA 0.57
miR-92a MiRNA 0.82 0.60 0.57
miR-101a MiRNA 0.56
miR-101b MiRNA 1.39 0.56
miR-184 MiRNA 0.56
miR-467d-star miRNA 0.56
miR-29c MiRNA 1.40 0.55




Table 6 (continued)

Transcript Fold Change
Transcript Name  |Type B6R/B6D2R | B6W/B6D2W | B6W/B6R |  B6D2W/B6D2R
miR-7a miRNA 0.55
miR-22-star mMiRNA 0.55
miR-26b miRNA 0.55
miR-770-5p miRNA 0.55
miR-345-5p mMiRNA 0.53
miR-592 mMiRNA 1.24 0.52
miR-148a miRNA 0.48
miR-193 miRNA 0.48
miR-127 mMiRNA 0.44
miR-1948 mMiRNA 0.68 0.78 0.31 0.27
miR-146b miRNA 3.85
miR-214-star miRNA 2.50
miR-199b-star miRNA 2.17
miR-301a miRNA 2.00
miR-27a-star miRNA 1.96
miR-34c miRNA 1.92
let7e miRNA 0.58 1.72
miR-199a-5p mMiRNA 1.61
miR-466j miRNA 1.45
miR-484 miRNA 1.45
miR-200b stem-loop 1.43
miR-1188 miRNA 1.39
miR-27b-star miRNA 1.39
miR-3474 miRNA 1.39
miR-350 stem-loop 1.39
let7i-star miRNA 1.37
miR-23a stem-loop 1.17 1.35
miR-450b-3p mMiRNA 1.35
miR-466a-3p mMiRNA 1.35
miR-669e miRNA 1.35
miR-467¢ miRNA 1.33
miR-465a-3p mMiRNA 1.20 1.32
miR-382 miRNA 1.32 1.30
mMiR-466b3-3p mMiRNA 1.28
miR-582 stem-loop 0.84 1.14 1.27
miR-124 MiRNA 1.27
miR-23a stem-loop 1.27
miR-146a stem-loop 1.21 1.23
let7d miRNA 0.78 1.23
miR-1274a stem-loop 0.86 1.22
miR-29b2 stem-loop 0.83 1.22
miR-467d mMiRNA 1.16 1.20
miR-125b1 stem-loop 1.19
let7i stem-loop 1.18
miR-183-star mMiRNA 1.18
miR-34a stem-loop 0.84 1.16
miR-27a stem-loop 1.15
miR-27b stem-loop 1.14




Table 6 (continued)

Transcript Fold Change
Transcript Name  |Type B6R/B6D2R | B6W/B6D2W | B6W/B6R |  B6D2W/B6D2R
miR-710 stem-loop 1.12
miR-3470b stem-loop 0.81 1.11
miR-219 miRNA 0.90
miR-30d mMiRNA 0.85
miR-22 mMiRNA 1.32 0.79
miR-22 stem-loop 0.79
miR-299-star mMiRNA 0.79
miR-488-star mMiRNA 1.33 0.75
vll miR-197 mMiRNA 1.44 0.73
miR-2146 miRNA 0.67 0.71
miR-2861 mMiRNA 0.66
miR-1939 miRNA 0.65
miR-714 miRNA 0.63
miR-762 miRNA 0.58
miR-1944 miRNA 0.46
miR-20b miRNA 2.07
miR-140 miRNA 2.02
miR-125b-star mMiRNA 1.80
miR-30e mMiRNA 1.75
miR-106b MiRNA 1.45 1.72
miR-135a-star mMiRNA 1.56
miR-503-star MiRNA 1.34
miR-16 MiRNA 1.30
miR-27a mMiRNA 1.25
miR-669I stem-loop 1.16
miR-879 mMiRNA 1.13
miR-466d stem-loop 1.18 111
miR-299 stem-loop 0.87 0.91
miR-692 MiRNA 0.86
miR-485 stem-loop 0.86
miR-345 stem-loop 0.86
miR-874 stem-loop 0.85
miR-6803 stem-loop 0.83
miR-466¢ stem-loop 0.82
MiR-669h stem-loop 0.79
miR-101a stem-loop 0.77
miR-1946a miRNA 0.73
miR-320 stem-loop 0.69
miR-465c1 stem-loop 0.41
miR-1839-3p miRNA 3.56
miR-2183 miRNA 1.70
miR-93 stem-loop 1.36
miR-489 mMiRNA 1.19
miR-669j mMiRNA 1.14
miR-26al stem-loop 1.12
miR-669h stem-loop 1.10
miR-466b3 stem-loop 0.93
miR-325 stem-loop 0.92




Table 6 (continued)

Transcript Fold Change
Transcript Name  |Type B6R/B6D2R | B6W/B6D2W | B6W/B6R |  B6D2W/B6D2R
miR-469 stem-loop 0.89
miR-326 stem-loop 0.89
miR-669f stem-loop 0.86
miR-449b mMiRNA 0.84
miR-712-star miRNA 0.84
miR-330 stem-loop 0.81
miR-151-5p mMiRNA 0.80
miR-297a6 stem-loop 0.78
miR-1898 mMiRNA 0.78
let7b mMiRNA 0.77
miR-361 miRNA 0.74
miR-468 miRNA 0.70
miR-1941-5p miRNA 0.68
miR-1964 miRNA 0.59
miR-466f1 stem-loop 0.56
miR-532-3p mMiRNA 0.55
miR-671-3p mMiRNA 0.53
miR-98 miRNA 0.47

B6 = high-affinity AHR mouse strain.
B6.D2 = low-affinity AHR mouse strain.
W = Western diet; R = Regular diet.

n = 4 mice per experimental group.




Table S7. Differentially Expressed miRNA Genes (= +2.0 fold) from Liver of B6 vs. B6.D2 Male Mice Fed
Regular or High-Fat (Western) Chow for 27 Weeks Beginning at 5 Weeks of Age (p -value <0.05).
. . Experimental Comparison /
M‘;‘:;EST:ETA Tr?:';sri:'pt B6R/ | B6W/ | B6W/ | BBD2W/| Relevance to AHR and Obesity References
B6D2R | B6D2W [ B6R B6D2R
miR-20b miRNA 2.07 Resveratrol, AHR ligand [1]
miR-140 miRNA 2.02 described in this paper
miR-2133 miRNA 0.48 1.89 described in this paper
miR-465c1 stem-loop 0.41 described in this paper
miR-1839-3p miRNA 3.56 described in this paper
miR-690 miRNA 2.08 1.85 described in this paper
miR-98 miRNA 0.47 described in this paper
miR-212 miRNA 0.52 5.00 2.78 Insulin resistance [2]
miR-205 miRNA 4.55 5.26 described in this paper
miR-132 mMiRNA 0.72 4.17 2.56 |Obesity, NAFLD, Nutrtional stress [3-5]
miR-155 mMiRNA 4.00 2.94 Hepatocarcinogenesis [6]
miR-146b mMiRNA 3.85 described in this paper
miR-200b miRNA 3.70 3.03 |NAFLD [7]
miR-342-5p mMiRNA 3.57 2.38 described in this paper
miR-34a mMiRNA 3.23 2.44 NAFLD [7]
miR-429 mMiRNA 3.23 3.45 described in this paper
miR-342-3p mMiRNA 3.03 2.27 described in this paper
miR-1224 mMiRNA 2.94 4.17 described in this paper
miR-130b miRNA 2.50 1.89 |Adipogenesis, PPARy [8]
miR-214* miRNA 2.50 described in this paper
miR-223 miRNA 2.50 1.39 |Leptin, muscle mass [9]
miR-200b* miRNA 2.38 2.78 described in this paper
miR-542-5p miRNA 0.57 2.22 1.59 described in this paper
miR-199b* miRNA 2.17 described in this paper
miR-149 miRNA 2.04 2.13 described in this paper
miR-181b miRNA 2.04 1.67 described in this paper
miR-301a mMiRNA 2.00 described in this paper
miR-1948 mMiRNA 0.68 0.78 0.31 0.27 described in this paper
miR-1274a miRNA 4.17 described in this paper
miR-1949 mMiRNA 3.85 described in this paper
miR-200a miRNA 3.57 |NAFLD [10]
miR-486 mMiRNA 2.44 described in this paper
miR-214 miRNA 2.38 described in this paper
miR-181d mMiRNA 2.27 Intracellular lipid droplet formation [11]
miR-181c mMiRNA 1.56 2.13 described in this paper
miR-148a mMiRNA 0.48 Liver injury [12]
miR-193 miRNA 0.48 described in this paper
miR-127 mMiRNA 0.44 described in this paper
miR-29c¢ mMiRNA 1.40 0.55 NAFLD [7]
miR-30c2 stem-loop 0.81 |Adipogenesis [13]
miR-30a miRNA 1.36 0.72 0.64 |Adipogenesis [13]
miR-30d miRNA 0.85 Adipogenesis [13]
miR-30e miRNA 1.75 Adipogenesis [13]

B6 = high-affinity AHR mouse strain.
B6.D2 = low-affinity AHR mouse strain.
W = Western diet; R = Regular diet.
NAFLD, non-alcholic fatty liver disease
n = 4 mice per experimental group.
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